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RAW SEQUENCE LISTING DATE: 05/06/2002 

PATENT APPLICATION: US/09/94 3,4 4 6 TIME: 09:31:43 

Input Set : A:\PC10891AGPR - Sequence Listing.ST2 5.txt 
Output Set: N:\CRF3\05062002\l943446.raw 

3 <110> APPLICANT: Pfizer Inc. 

4 Castleberry, Tessa A. 

5 Lu , Bihong 

6 Owen, Thomas A. 

i Smock, Steven L. 

9 <:120> TITLE OF INVENTION: Canine Parathyroid Hormone 1 Receptor 

11 «:130> FILE REFERENCE: PC10 8 91AGPR 

13 <140> CURRENT APPLICATION NUMBER: US 09/943,446 

14 <14L> CURRENT FILING DATE: 2001-08-30 

16 <150> PRIOR APPLICATION NUMBER: US 60/229,170 

17 «:151> PRIOR FILING DATE: 2000- 08- 30 
19 «:160> NUMBER OF SEQ ID NOS : 12 

21 *:170> SOFTWARE: Patent In version 3.1 

23 <210> SEQ ID NO: 1 

24 < : 2 1 1 > LENGTH: 2177 

2 5 <:212> TYPE: DNA 

26 <213> ORGANISM: Canine 

28 <400> SEQUENCE: 1 

29 ggcgcccgcc cgccgcccgc ccggcccccg gctgcctccc ttcctccctc cctctctttc 60 
31 tcccttgcgc tcgctcgctc gctcgccctc ggcgcatggg ccccgcgccg ggccccgggg 120 
33 cctcgggccg cctggcctcc ggggtcccct aggcccgggc gtgggcgggg cagcccggcc 180 

3 5 tgacgcagcc tctgtacccc accaccacca ccaccagggc cggcggcggc ggctgccccg 240 
37 aggqacgggg ccctaggcgg tggcgatggg ggccgtccgg atcgcgcccg gcctggcgct 300 
39 gctqctctgc tgcccggtgc tcagctccgc gtacgcgctg gtggatgcag atgacgtcat 360 
41 gaccaaagag gagcagatct tcctgctgca ccgcgcccag gcccagtgcc agaagcggct 420 
43 caaagaagtc ctgcagaggc cagctgacat aatggaatca gacaaaggat gggcttctgc 480 

4 r > atccacatca gggaagccta agaaagagaa ggcatctggg aagctctacc ctgagtccga 540 
47 qqaqgacaag gaggtgccca ctggcagcag gcaccgaggg cgcccctgcc tgcccgagtg 6<)0 
49 qgaccacatc ctttgctggc cgctgggggc accaggtgag gtggtggctg tgccctgtcc 660 
51 cgactacatt tatgacttca atcacaaagg ccatgcctac cgtcgctgtg accgcaatgg 7J0 
53 cagctgggag ctggtgcctg gacacaaccg gacgtgggcc aactacagcg agtgtgtcaa 780 
55 gttcctgacc aacgagactc gtgaacggga ggtgtttgac cgcctgggca tgatctacac 840 
57 cgtqggotac tccgtgtcgc tggcctccct caccgtggcc gtgctcatcc tggcctactt 900 

oaggcggctg cactgcacac gcaactacat ccacatgcac ctgttcctgt ccttcatgct 960 

61 tcgcgccgtg agcatcttcg tcaaggacgc ggtgctctac tcgggcgcca cgctcgacga 1020 

6 3 qgccgagcgc ctcacggagg aagagctgcg cgccatcgcc caggcacccc cgccgcccac IuhO 

65 cgccgccgcc ggctacgcgg gctgcagggt agctgtgacc ttcttccttt atttcctggc 1140 

67 caccaactac tactggattc tggtggaggg gctgtacctg catagtctca tcttcatggc 12i»0 

6 (J cttcttctca gagaagaagt acctgtgggg cttcacggtc ttcggctggg gtctgcccgc 1260 

7.1 cgtcttcgtg gctgtgtggg tcagcgtgag agccaccctg gccaacaccg ggtgctggga 1320 

73 cttqagctcc gggaacaaga agtggatcat ccaggtgccc atcctggcct ctattgtgct 1380 

75 caaottcatc ttgttcatca acatcgtccg ggtgctcgcc accaagctgc gggagaccaa 1440 

77 tgccggccgg tgtgacacgc ggcagcagta ccggaagctg ctcaaatcca cactggtgct 1500 
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79 catgccgctc tttggcgtcc 
81 aqggacgctc tggcaagtcc 
83 ttttgtcgcc atcatatact 
85 ctggagccgc tggacactgg 
87 ttacagctac ggcccgatgg 
89 aottggcctg cccctcagcc 
91 caccaacggc caccccccga 
93 cacaccacct gccacggctg 
95 gctggacgag gaggcctccg 
97 gacggtcatg tgatcgggga 
99 acggaccaag agacaggcgg 
101 nacaaaaaaa aaaaaaa 

104 -:210> SEQ ID NO: 2 

105 *:211:> LENGTH: 1788 

106 <212> TYPE: DNA 

107 <:213> ORGANISM: Canis 
10 9 <4 00> SEQUENCE : 2 

110 atgggggccg tccggatcgc 
112 tocgcgtacg cgctggtgga 
114 ctgcaccgcg cccaggccca 
116 qacataatgg aatcagacaa 
118 gagaaggcat ctgggaagct 
120 agcaggcacc gagggcgccc 
122 ggggcaccag gtgaggtggt 
124 aaaggccatg cctaccgtcg 
126 aaccggacgt gggccaacta 
128 cgggaggtgt ttgaccgcct 
130 tccctcaccg tggccgtgct 
132 tacatccaca tgcacctgtt 
1^4 qacgcggtgc totactcggg 
136 ctgcgcgcca tcgcccaggc 
138 agggtagctg tgaccttctt 
140 qaggggctgt acctgcatag 
14 2 tggggcttca cggtcttcgg 
144 qtgagagcca ccctggccaa 
14 6 atcatccagg tgcccatcct 
148 gtccgggtgc tcgccaccaa 
15i) cagtaccgga agctgctcaa 
152 atcgtcttca tggccacgcc 
154 cactacgaga tgctcttcaa 
156 tgcaatggcg aggtacaggc 
158 gacttcaagc gcaaggcccg 
lbO cacacgagcg tgaccaacgt 
162 ctgctgcccg ccgctgccgc 
164 qgccacacca agccaggggc 
It-* 6 aaggacgatg ggttcctcaa 
1^ 8 gagcggcctc ccgccctgct 

171 <210> SEQ ID NO: 3 

172 <211> LENGTH: 1776 



actacatcgt 
agatgcacta 
gtttctgcaa 
ccctggactt 
tgtctcacac 
cccgcctgct 
tcccgggcca 
ctcccaagga 
cgccggagcg 
cctgtgccag 
ttggacagtt 



cttcatggcc 
cgagatgctc 
tggcgaggta 
caagcgcaag 
gagcgtgacc 
gcccgccgct 
caccaagcca 
cgatgggttc 
gcctcccgcc 
qgttggactc 
gcccactcag 



acgccgtaca 
ttcaactcct 
caggccgaga 
gcccgaagtg 
aacgtaggcc 
gccgccacca 
ggggccccga 
ctcaacggct 
ctgctgcagg 
gtggacataa 
ggctggggct 



ccgaggtctc 
tccagggatt 
tcaagaaatc 
ggagcagcag 
cccgcgcggg 
ccaccgccac 
ccctcccggc 
cctgctcggg 
aggagtggga 
gggccgacag 
gggaagacaa 



Familiaris 

gcccggcctg 
tgcagatgac 
gtgccagaag 
aggatgggct 
ctaccctgag 
ctgcctgccc 
ggctgtgccc 
ctgtgaccgc 
cagcgagtgt 
gggcatgatc 
catcctggcc 
cctgtccttc 
cgccacgctc 
acccccgccg 
cctttatttc 
tctcatcttc 
ctggggtctg 
caccgggtgc 
ggcctctatt 
gctgcgggag 
atccacactg 
gtacaccgag 
ctccttccag 
cgagatcaag 
aagtgggagc 
aggcccccgc 
caccaccacc 
cccgaccctc 
cggctcctgc 
gcaggaggag 



gcgctgctgc 
gtcatgacca 
cggctcaaag 
tctgcatcca 
tccgaggagg 
gagtgggacc 
tgtcccgact 
aatggcagct 
gtcaagttcc 
tacaccgtgg 
tacttcaggc 
atgcttcgcg 
gacgaggccg 
cccaccgccg 
ctggccacca 
atggccttct 
cccgccgtct 
tgggacttga 
gtgctcaact 
accaatgccg 
gtgctcatgc 
gtctcaggga 
ggattttttg 
aaatcctgga 
agcagttaca 
gcgggacttg 
gccaccacca 
ccggccacac 
tcggggctgg 
tgggagacgg 



tctgctgccc 
aagaggagca 
aagtcctgca 
catcagggaa 
acaaggaggt 
acatcctttg 
acatttatga 
gggagctggt 
tgaccaacga 
gctactccgt 
ggctgcactg 
ccgtgagcat 
agcgcctcac 
ccgccggcta 
actactactg 
tctcagagaa 
tcgtggctgt 
gctccgggaa 
tcatcttgtt 
gccggtgtga 
cgctctttgg 
cgctctggca 
tcgccatcat 
gccgctggac 
gctacggccc 
gcctgcccct 
acggccaccc 
cacctgccac 
acgaggaggc 
tcatgtga 



ggtgctcagc 
gatcttcctg 
gaggccagct 
gcctaagaaa 
gcccactggc 
ctggccgctg 
cttcaatcac 
gcctggacac 
gactcgtgaa 
gtcgctggcc 
cacacgcaac 
cttcgtcaag 
ggaggaagag 
cgcgggctgc 
gattctggtg 
gaagtacctg 
gtgggtcagc 
caagaagtgg 
catcaacatc 
cacgcggcag 
cgtccactac 
agtccagatg 
atactgtttc 
actggccctg 
gatggtgtct 
cagcccccgc 
cccgatcccg 
ggctgctccc 
ctccgcgccg 



1560 
1620 
1.6 80 
1740 
1800 
18b0 
1920 
1980 
2 0 4 0 
210 0 
216 0 
2177 



6 0 
120 
180 
24 0 
3 DO 
3 1>0 
420 
480 
540 
6 0 0 
6 6 0 
720 
780 
840 
9 0 0 
96 0 
102 0 
1 0 « 0 
1140 
12 0 0 
12^.0 
1320 
1380 
1440 
1500 
1 5 6 0 
1620 
1680 
1740 
1788 
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173 
174 
176 
177 
179 
18 1 

18 3 
185 
187 
189 

19 1 
19 3 
1 9 5 
197 
19 9 
201 
2 0 3 
2 0 5 
207 
2 0 9 
211 
213 
2 15 
2 17 
2 19 
221 
2J3 
22 5 
227 
22 9 
2 .3 1 
2 3 3 
2 3 5 
2 i8 
2 39 
2 4 0 
2 4 1 
24 3 
244 
24 6 
24 8 

2 c :> o 



■4 
2 56 
258 

2h() 

2e»2 
2M 



aaaggccatg 
aaccggacgt 



ctgtggggct 
qqtgtcagag 



Input Set : A:\PC10891AGPR - Sequence Listing.ST25.txt 
Output Set: N:\CRF3\05062002\I943446.raw 

<212> TYPE: DNA 

<213> ORGANISM: Rattus Norvegicus 
<:4 0 0> SEQUENCE: 3 

atgggggccg cccggatcgc acccagcctg gcgctcctac tctgctgccc agtgctcagc 60 

tccgcatatg cgctggtgga tgcggacgat gtctttacca aagaggaaca gattttcctg 120 

ctgcaccgtg cccaggcgca atgtgacaag ctgctcaagg aagttctgca cacagcagcc 180 

aacataatgg agtcagacaa gggctggaca ccagcatcta cgtcagggaa gcccaggaaa 240 

gagaaggcat cgggaaagtt ctaccctgag tctaaagaga acaaggacgt gcccaccggc 300 

agcaggcgca gagggcgtcc ctgtctgccc gagtgggaca acatcgtttg ctggccatta 360 

ggggcaccag gtgaagtggt ggcagtacct tgtcccgatt acatttatga cttcaatcac 420 

cctacagacg ctgtgaccgc aatggcagct gggaggtggt tccagggcac 480 

gggccaacta cagcgagtgc ctcaagttca tgaccaatga gacgcgggaa 540 

cgggaggtat ttgaccgcct aggcatgatc tacaccgtgg gatactccat gtctctcgcc 600 

tccctcacgg tggctgtgct catcctggcc tattttaggc ggctgcactg cacgcgcaac 660 

tacatccaca tgcacatgtt cctgtcgttt atgctgcgcg ccgcgagcat cttcgtgaag 7 20 

qacgctgtgc tctactctgg cttcacgctg gatgaggccg agcgcctcac agaggaagag 780 

Ltgcacatca tcgcgcaggt gccacctccg ccggccgctg ccgccgtagg ctacgctggc 840 

tgccgcgtgg cggtgacctt cttcctctac ttcctggcta ccaactacta ctggattctg 900 

gtggaggggc tgtacttgca cagcctcatc ttcatggcct ttttctcaga gaagaagtac 960 

tcaccatctt tggctggggt ctaccggctg tcttcgtggc tgtgtgggtc 1020 

caaccttggc caacactggg tgctgggatc tgagctccgg gcacaagaag 1080 

tggatcatcc aggtgcccat cctggcatct gttgtgctca acttcatcct ttttatcaac 1140 

atcatccggg tgcttgccac taagcttcgg gagaccaatg cgggccggtg tgacaccagg 1200 

cagcagtacc ggaagctgct caggtccacg ttggtgctcg tgccgctctt tggtgtccac 12 60 

tacaccgtct tcatggcctt gccgtacacc gaggtctcag ggacattgtg gcagatccag 1320 

argcattatg agatgctctt caactccttc cagggatttt ttgttgccat catatactgt 1380 

ttctgcaatg gtgaggtgca ggcagagatt aggaagtcat ggagccgctg gacactggcg 1440 

ttggacttca agcgcaaagc acgaagtggg agtagcagct acagctatgg cccaatggtg 1500 

gtgtgaccaa tgtgggcccc cgtgcaggac tcagcctccc cctcagcccc 1560 

ctgccactac caatggccac tcccagctgc ctggccatgc caagccaggg 1620 

ctgagactga aaccctacca gtcactatgg cggttcccaa ggacgatgga 1680 

ttccttaacg gctcctgctc aggcctggat gaggaggcct ccgggtctgc gcggccgcct 1740 

ccattgttgc aggaagaatg ggaaacagtc atgtga 1776 
-:210> SEQ ID NO: 4 
LENGTH: 1776 
TYPE: DNA 
-:213> ORGANISM: Mus Musculus 
<:4 0 0> SEQUENCE: 4 

atggggaccg cccggatcgc acccagcctg gcgctccttc tctgctgccc agtgctcagc 60 

tccgcatatg cgctggtgga cgcagacgat gtctttacca aagaggaaca gattttcctg 120 

ctgcaccgtg cccaggcgca atgtgacaag ctgctcaagg aagttctgca cacagcagcc 180 

aacataatgg agtcagacaa agggtggact ccagcatcta cgtcagggaa gcccaggaaa 240 

gagaaggcac cgggaaagtt ctaccccgag tctaaagaga acaaggatgt gcccaccggc 300 

agcaggcgcc gagggcgtcc ctgtctgcca gagtgggaca acatcgtttg ctggccattg 360 

ggggcaccag gtgaagtggt ggcagtacct tgtcccgatt acatttatga cttcaaccac 420 

aaaggccatg cctacagacg ctgcgaccgc aatggcagct gggaggtggt tccagggcac 480 

aaccggacgt gggccaacta cagcgagtgc ctcaagttca tgaccaatga gactcgggaa 540 

cgggaggtat ttgaccgcct gggcatgatc tacaccgtgg gatattccat gtctcttgcc 600 

tccctcaccg tggctgtgct catcctagcc tattttaggc ggctgcactg cacgcgcaac 660 



tctcacacga 
cqcctgcctc 
gctccagcca 



]11> 
)12> 
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266 tacatccaca tgcacatgtt cctgtcgttt atgctgcgcg ccgcgagcat cttcgtgaag 720 

268 gacgctgtgc tctactctgg cttcacgctg gatgaggccg agcgcctcac ggaggaagag 780 

270 ttgcatatca tcgcgcaggt gccgcctccg cccgccgctg ccgccgttgg ctacgctggc 840 

2 72 tgccgtgtgg ccgtgacctt cttcctctac ttcctggcta ccaactacta ctggattctg 900 
274 gtggagggac tgtacttaca cagcctcatc ttcatggcct ttttctcaga gaagaagtat 960 
276 ctgtggggct teaccatctt tggctggggt ctgccggctg tcttcgtggc tgtgtgggtc 1020 
278 ggtgtcagag caaccttggc caacactggg tgctgggacc tgagctctgg gcacaagaag 1080 
280 tggatcatcc aggtgcccat cctggcatct gttgtgctca acttcatcct ctttatcaac 114 0 
282 atcatccggg tgcttgccac taagcttcgg gagaccaatg cgggccggtg tgacaccagg 1200 
284 cagcagtacc ggaagctgct caggtccacg ttggtgcttg tgccactctt cggtgtccac 1260 
286 tacaccgtct tcatggcctt gccgtacacc gaggtctcag ggacactgtg gcagatccag 1320 
288 atgcactatg agatgctctt caactccttc cagggatttt ttgttgccat catatactgt 1380 
290 ttctgcaatg gtgaggtgca ggcagagatt aggaagtctt ggagccgctg gacactggca 1440 
292 ttggacttca agcgtaaagc acgaagtggg agtagcagct acagctatgg cccaatgggt 1500 
2'U gcacacacga gtgtgaccaa tgtgggcccc cgtgcaggac tcagccttcc ccttagcccc 1560 
296 cgcctgcttc ctgccaccac caatggccac tcccagctgc ctggccacgc caagccgggc 1620 
298 gctccagcca ttgagaacga aaccatacca gttactatga cagttcccaa ggacgacggc 1680 
3(io t.tccttaatg gctcctgctc gggtctggat gaggaggcct ctgggtctgc gcggccacct 1740 
302 ocattgttgc aggaagaatg ggaaacagtc atgtga 17 76 
3(15 ..;2L0> SEQ ID NO: 5 

306 -:2L1> LENGTH: 1776 

307 *;212> TYPE: DNA 

3ou -;2L3:> ORGANISM: Homo Sapiens 

310 .'400> SEQUENCE: 5 

311 atggggaccg cccggatcgc acccagcctg gcgctccttc tctgctgccc agtgctcagc 60 
313 tccgcatatg cgctggtgga cgcagacgat gtctttacca aagaggaaca gattttcctg 120 
3 1 .5 ctgcaccgtg cccaggcgca atgtgacaag ctgctcaagg aagttctgca cacagcagcc 180 
317 aacataatgg agtcagacaa agggtggact ccagcatcta cgtcagggaa gcccaggaaa 240 

3 1.9 gagaaggcac cgggaaagtt ctaccccgag tctaaagaga acaaggatgt gcccaccggc 300 
321 agcaggcgcc gagggcgtcc ctgtctgcca gagtgggaca acatcgtttg ctggccattg 360 
323 ggggcaccag gtgaagtggt ggcagtacct tgtcccgatt acatttatga cttcaaccac 420 
325 aaaggccatg cctacagacg ctgcgaccgc aatggcagct gggaggtggt tccagggcac 480 
32 7 aaccggacgt gggccaacta cagcgagtgc ctcaagttca tgaccaatga gactcgggaa 540 
329 cgggaggtat ttgaccgcct gggcatgatc tacaccgtgg gatattccat gtctcttgcc 6o0 
3 ill tccctcaccg tggctgtgct catcctagcc tattttaggc ggctgcactg cacgcgcaac 660 
3 33 tacatccaca tgcacatgtt cctgtcgttt atgctgcgcg ccgcgagcat cttcgtgaag 720 
3 35 gacgctgtgc tctactctgg cttcacgctg gatgaggccg agcgcctcac ggaggaagag 780 
3 37 ttgcatatca tcgcgcaggt gccgcctccg cccgccgctg ccgccgttgg ctacgctggc 840 
3 39 tgccgtgtgg ccgtgacctt cttcctctac ttcctggcta ccaactacta ctggattctg 900 
341 gtggagggac tgtacttaca cagcctcatc ttcatggcct ttttctcaga gaagaagtat 960 
343 ctgtggggct teaccatctt tggctggggt ctgccggctg tcttcgtggc tgtgtgggtc 1020 
345 ggtgtcagag caaccttggc caacactggg tgctgggacc tgagctctgg gcacaagaag 1080 
347 tggatcatcc aggtgcccat cctggcatct gttgtgctca acttcatcct ctttatcaac 1140 
349 atcatccggg tgcttgccac taagcttcgg gagaccaatg cgggccggtg tgacaccagg 12o0 
351 cagcagtacc ggaagctgct caggtccacg ttggtgcttg tgccactctt cggtgtccac 1260 
353 tacaccgtct tcatggcctt gccgtacacc gaggtctcag ggacactgtg gcagatccag 1320 
355 atgcactatg agatgctctt caactccttc cagggatttt ttgttgccat catatactgt 1380 
357 ttctgcaatg gtgaggtgca ggcagagatt aggaagtctt ggagccgctg gacactggca 1440 
359 ttggacttca agcgtaaagc acgaagtggg agtagcagct acagctatgg cccaatgggt 1500 
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3 61 


gcacacacga 


gtgtgaccaa tgtgggcccc cgtgcaggac 


tcagccttcc 


ccttageccc 


36 3 


cgcctgcttc 


ctgccaccac caatggccac tcccagctgc 


ctggccacgc 


caagccgggc 


3 6 5 


gctccagcca 


ttgagaacga aaccatacca gttactatga 


cagttcccaa 


ggacgacggc 


36 7 


ttccttaatg 


gctcctgctc gggtctggat gaggaggcct 


ctgggtctgc 


gcggccacct 


3 60 


ccattgttgc 


aggaagaatg ggaaacagtc atgtga 














3 7 j 


•:210> SEQ ID NO 


: 6 
























3 7 3 


<211> LENGTH: 595 
























3 74 


<212> TYPE: 


PRT 


























375 


<213> ORGANISM: 


Canis Famlliaris 
















377 


•:400> SEQUENCE : 


6 
























3 7y 


Met 


Gly 


Ala 


Val 


A rq 


lie 


Ala 


Pro 


Gly 


Leu 


Ala 


Leu 


Leu 


Leu 


Cys 


Cys 


38<i 


1 








5 










10 










15 




38 3 


Pro 


Val 


Leu 


Ser 


Ser 


Ala 


Tyr 


Ala 


Leu 


Val 


Asp 


Ala 


Asp 


Asp 


Val 


Met 


384 








20 










25 










30 






38 7 


T hr 


Lys 


Glu 


Glu 


Gin 


lie 


Phe 


Leu 


Leu 


His 


Arg 


Ala 


G In 


Ala 


Gin 




388 






35 










40 










4 5 








39 1. 


G In 


Lys 


Arg 


Leu 


Lys 


Glu 


Val 


Leu 


Gin 


Arg 


Pro 


Ala 


Asp 


He 


Met 


Glu 


3 9 2 




50 










5 5 










60 










3 9 5 


Sor 


Asp 


Lys 


Glv 


Trp 


Ala 


Ser 


Ala 


Ser 


Thr 


Ser 


Gly 


Lys 


Pro 


Lys 


Lys 


3 96 


6 r » 










70 










75 










80 


3 9 9 


Glu 


Lys 


Ala 


Ser 


G lv 


Lys 


Leu 


Tvr 


Pro 


Glu 


Ser 


Glu 


G lu 


Asp 


Lys 


G lu 


4 0 0 










8 5 










90 










9 5 




4 0 3 


Val 


Pro 


Thr 


Glv 


Ser 


Arg 


His 


Arg 


Glv 


Arg 


Pro 


Cys 


Leu 


Pro 


Glu 


T ro 


4 04 








10 0 










105 










110 






4 0 7 


Asp 


His 


lie 


Leu 


Cys 


Trp 


Pro 


Leu 


Glv 


Ala 


Pro 


Gly 


G lu 


Va 1 


Val 


A la 


4 0 8 






115 










120 










12 5 








4 1 1 


Val 


Pro 


Cvs 


Pro 


Asp 


Tvr 


lie 


Tvr 


Asp 


Phe 


Asn 


His 


Lys 


G 1 v 


His 


A la 


4 12 




130 










13 5 










14 0 










415 


Tyr 


Arg 


Arg 


Cys 


Asp 


Arg 


Asn 


Gly 


Ser 


T rr> 

It 


Glu 


Leu 


Val 


Pro 


Glv 


H is 


4 1. 6 


145 










150 










155 










160 


4 19 


Asn 


Arg 


Thr 


Trp 


Ala 


Asn 


Tyr 


Ser 


Glu 


Cys 


Va 1 


Lvs 


P he 


Leu 


T hr 


Asn 


4 2 n 










165 










170 










17 5 




4 2 * 


Glu 


Thr 


Arg 


Glu 


Arg 


Glu 


Val 


Phe 


Asp 


Arg 


Leu 


G lv 


Met 


He 


Tvr 


Thr 


4 2 4 








180 










185 










190 






4 2 7 


Val 


Gly 


Tyr 


Ser 


Val 


Ser 


Leu 


Ala 


Ser 


Leu 


Thr 


Val 


Ala 


Val 


Leu 


He 


4 2 8 






195 










200 










20 5 








4 31 


Lou 


Ala 


Tyr 


Phe 


Arg 


Arg 


Leu 


His 


Cys 


Thr 


Arg 


Asn 


Tyr 


He 


His 


Mot 


4 3 2 




210 










215 










220 










4 3 5 


His 


Leu 


Phe 


Leu 


Ser 


Phe 


Met 


Leu 


Arg 


Ala 


Val 


Ser 


He 


Phe 


Val 


Lys 


4 36 


225 










230 










235 










240 


4 ^ 


Asp 


Ala 


Val 


Leu 


Tyr 


Ser 


Gly 


Ala 


Thr 


Leu 


Asp 


Glu 


Ala 


Glu 


Arg 


Leu 


44 0 










245 










250 










255 




44 3 


Thr 


Glu 


Glu 


Glu 


Leu 


Arg 


Ala 


He 


Ala 


Gin 


Ala 


Pro 


Pro 


Pro 


Pro 


Thr 


44 4 








260 










265 










270 






44 7 


Ala 


Ala 


Ala 


Gly 


Tyr 


Ala 


Gly 


Cys 


Arg 


Val 


Ala 


Val 


Thr 


Phe 


Phe 


L e u 


448 






275 










280 










285 








4 r . 1 


Tyr 


Phe 


Leu 


Ala 


Thr 


Asn 


Tyr 


Tyr 


Trp 


He 


Leu 


Val 


Glu 


Gly 


Leu 


Tyr 


4 52 




290 










295 










300 










4 55 


Leu 


His 


Ser 


Leu 


lie 


Phe 


Met 


Ala 


Phe 


Phe 


Ser 


Glu 


Lys 


Lys 


Tyr 


Leu 



1560 
1620 
1680 
1740 
1776 
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